
SL.PATHWAY

P * ID NUMBER (10)
 * NAME VARCHAR2 (50 CHAR)
 COMMENT_ CLOB

SL.PROTEIN_PATHWAY

PF* PROTEIN_ID NUMBER (10)
PF* PATHWAY_ID NUMBER (10)
P * IS_CENTRAL NUMBER (3)

SL.PROTEIN_TOPOLOGY

P * ID NUMBER (10)
F * PROTEIN_ID NUMBER (10)
F * TOPOLOGY_ID NUMBER (10)

SL.TOPOLOGY

P * ID NUMBER (10)
 * NAME VARCHAR2 (20 CHAR)
 COMMENT_ VARCHAR2 (255 CHAR)

SL.REFERENCE

P * ID NUMBER (10)
 * PUBMED_ID NUMBER (10)
 * DESCRIPTION VARCHAR2 (500 CHAR)

SL.INTERACTION_REFERENCE

P * ID NUMBER (10)
F * INTERACTION_ID NUMBER (10)
F * REFERENCE_ID NUMBER (10)

SL.INTERACTION

P * ID NUMBER (10)
F * SOURCE NUMBER (10)
F * TARGET NUMBER (10)
 * IS_DIRECT NUMBER (3)
 * IS_DIRECTED NUMBER (3)
 * IS_STIMULATION NUMBER (3)
 SOURCE_DOMAIN NUMBER (10)
 TARGET_DOMAIN NUMBER (10)
 TARGET_MOTIF NUMBER (10)
 LAYER NUMBER (3)

SL.WEIGHT

P * ID NUMBER (10)
 * NAME VARCHAR2 (128 CHAR)
 * DEFAULT_VALUE FLOAT (126)
 COMMENT_ CLOB
 H NUMBER (10)
 REF NUMBER (10)

SL.WEIGHT_INTERACTION

P * ID NUMBER (10)
F WEIGHT_ID NUMBER (10)
F INTERACTION_ID NUMBER (10)
 WEIGHT FLOAT (126)
 JASPAR_OFFSET NUMBER (10)
 JASPAR_SEQ_ID NUMBER (10)

SL.INTERACTION_SOURCE

P * ID NUMBER (10)
F * INTERACTION_ID NUMBER (10)
F * SOURCE_ID NUMBER (10)

SL.PROTEIN

P * ID NUMBER (10)
 UNIPROT_NAME VARCHAR2 (6 CHAR)
 * NCBI_TAX_ID NUMBER (5)
 * IS_TF NUMBER (3)
 * IS_DRUGTARGET NUMBER (3)
 * IS_CANCER_RELATED NUMBER (3)
 COMMENT_ CLOB

SL.SOURCE

P * ID NUMBER (10)
 REFERENCE_ID NUMBER (10)
 * DB_NAME VARCHAR2 (50 CHAR)
 DESCRIPTION CLOB
 * URL VARCHAR2 (150 CHAR)
 IS_PREDICTED NUMBER (10)

SL.NAMES

P * ID NUMBER (10)
F * PROTEIN_ID NUMBER (10)
 * PRIMARY_UNIPROT_NAME VARCHAR2 (6 CHAR)
 * ALT NUMBER (3)
 * TYPE VARCHAR2 (20 CHAR)
 * NAME VARCHAR2 (150 CHAR)


